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# | plant species published publication

Chrysosplenium macrophyllum Xiang N, Yuan T, .., Hong L, Chromosomal level genome of medicinal plant Chrysosplenium macrophyllum.
2141 2025-07-15

(Saxifragaceae) Sci Data. 12, 1224 (2025).

Hoya carnosa Kuang Y, Ouyang K, .., Kang M, Near-complete reference genome assembly of Hoya carnosa.
2140 2025-07-12

(Apocynaceae) Sci Data. 2025 Jul 12 12(1): 1210.

Prunus cerasifera LiH, Dong L, .., Wang S, The ck level genome of Prunus cerasifera Atropurpurea.
2139 2025-07-11

(Rosaceae) Sci Data. 2025 Jul 11 12(1): 1197.

Hordeum bulbosum Feng JW, Pidon H, .., Mascher M, A haplotype-resolved pangenome of the barley wild relative Hordeum bulbosum
2138 2025-07-09

(Poaceae) Nature. 2025 Jul 9. Epub ahead of print

Quercus fabri Wu L, Cai Y, .., Wang Y, Uncovering the genetic basis for enhanced mushroom flavor in Quercus fabri through genome sequencing and metabolic profiling.
2137 2025-07-09

(Fagaceae) Hortic Res. 2025 Jul: uhaf156. eCollection 2025 July.

Caragana arborescens Cui X, Li E, .., Zhang Z, Ancient hybridization drives arid adaptation and species diversification in Caragana (Fabaceae).
2136 2025-07-08

(Fabaceae) New Phytol. 2025 Jul 8. Epub ahead of print

Cercis chuniana Gong W, Liu W, .., Kong H, A chror level genome assembly and annotation of Cercis chuniana (Fabaceae).
2135 2025-07-08

(Fabaceae) Sci Data. 2025 Jul 8 12(1): 1163.

Mappia nimmoniana Wang J, Ma X, .., Yang Y, Chromosome-level genome bly of Nothapodytes nimmoniana.
2134 2025-07-08

(Icacinaceae) Sci Data. 2025 Jul 8 12(1): 1158.

Zoysia sinica Park H, Bae E, .., Shim D, Chromosome-level genome of Zoysia sinica in the intertidal zone reveals genomic insights into waterlogging stress adaptation.
2133 2025-07-08

(Poaceae) Plant Genome. 2025 Sep 18(3): €70070.

Cereus jamacaru Amaral DT, Trier C, .., Moraes EM, Chromosome-level genome y of the iconic South American mandacaru cactus (Cereus jamacaru DC, Tribe Cereeae, Cactaceae).
2132 2025-07-07

(Cactaceae) Planta. 2025 Jul 7 262(2): 42.

Phyla nodiflora Wang L, Liu N, .., Liu X, Multi-omics analyses provide insights into the molecular basis for salt tolerance of Phyla nodiflora.
2131 2025-07-07

(Verbenaceae) Plant ). 2025 Jul 123(1): e70325.

Sanicula chinensis He W, Hu D, .., Wang L, The telomere-to-telomere genome of Sanicula chinensis unveils genetic underpinnings of low furanocoumarin diversity and content in one basal lineage of Apiaceae.
2130 2025-07-05

(Apiaceae) Plant J. 2025 Jul 123(1): 70311

Alcea rosea Chen X, Li X, .., Shi X, ClI | | genome of the ornamental plant Alcea rosea.
2129 2025-07-04

(Malvaceae) Sci Data. 2025 Jul 4 12(1): 1145.

Hemerocallis middendorffii Sun M, Han B, .., Zhang J, The chromosome-level genome of Hemerocallis middendorffii provides new insights into the floral scents and color biosynthesis in Chinese native daylily.
2128 2025-07-04

(Asphodelaceae) BMC Plant Biol. 2025 Jul 4 25(1): 874.

Hippophae salicifolia Chen M, Yang X, .., Yang Y, The genome of Hippophae salicifolia provides new insights into the sexual differentiation of sea buckthorn.
2127 2025-07-02

(Elaeagnaceae) Gigascience. 2025 Jan 6 14: giaf046.

Lilium regale Sun J, Wang X, .., Guo L, Genomic and epigenomic insight into giga-chromosome architecture and adaptive evolution of royal lily (Lilium regale).
2126 2025-07-01

(Liliaceae) Nat Commun. 2025 Jul 1 16(1): 5617.

Nanhaia fordii Li Z, Wang J, .., Xu L, Multi-omics profiling of Nanhaia speciosa and Nanhaia fordii: insights into lectin dynamics, nodulation, and triterpenoid saponin biosynthesis.
2125 2025-07-01

(Fabaceae) BMC Biol. 2025 Jul 1 23(1): 169.

Nanhaia speciosa Li Z, wang J, .., Xu L, Multi-omics profiling of Nanhaia speciosa and Nanhaia fordii: insights into lectin dynamics, nodulation, and triterpenoid saponin biosynthesis.
2124 2025-07-01

(Fabaceae) BMC Biol. 2025 Jul 1 23(1): 169.

Nardostachys jatamansi Li X, LiuY, .., Zhang S, ClI level genome of hys jatamansi and comparative genomics analysis reveals its sesquiterpenoid biosynthesis.
2123 2025-07-01

(Caprifoliaceae) Phytochemistry. 2025 Jul 01:114607. Online ahead of print.

Rehmannia chingii Wang F, Jiang Z, .., Yuan Y, Analysis of the Rehmannia chingii geneome identifies RcCYP72H7 as an epoxidase in iridoid glycoside biosynthesis.
2122 2025-07-01

(Orobanchaceae) Nat Commun. 2025 Jul 1 16(1): 6035.

Zostera japonica Zhang X, Yu L, .., Reusch TBH, Uncovering the Nanozostera japonica species complex suggests cryptic speciation and underestimated seagrass diversity.
2121 2025-06-30

(Zosteraceae) New Phytol. 2025 Jun 30. Epub ahead of print

Fittonia albivenis Wang L, Jia KH, .., Qin X, A nearly complete haplotype-phased genome assembly of nerve plant (Fittonia albivenis) provides insights into leaf color evolution.
2120 2025-06-26

(Acanthaceae) Hortic Res. 2025 Jun: uhaf154. eCollection 2025 June.

Matthiola incana Chen D, Yang T, .., Ge X, Largest genome assembly in Brassicaceae: retrotransposon-driven genome expansion and karyotype evolution in Matthiola incana.
2119 2025-06-26

(Brassicaceae) Plant Biotechnol J. 2025 Jun 26. Epub ahead of print

Narenga porphyrocoma Li H, GuiY, .., Liu X, Unveiling the Genome of the Diploid Wild Sugarcane Relative Narenga porphyrocoma (Hance) Bor.
2118 2025-06-26

(Poaceae) Int ) Mol Sci. 2025 Jun 26 26(13): 6124.

Ormosia henryi Zhou C, Wen Q, .., Ouyang T, Chrom level genome assembly of the endangered tree species Ormosia henryi Prain.
2117 2025-06-23

(Fabaceae) Sci Data. 2025 Jun 23 12(1): 1065.

Boechera falcata Zilov D, Mandakova T, .., Brukhin V, Genome structure and molecular phylogeny of the only Eurasian Boechera species, Boechera falcata (Brassicaceae).
2116 2025-06-20

(Brassicaceae) G3 (Bethesda). 2025 Jul 9 15(7): jkaf117.

Mussaenda lancipetala Yuan S, Barrett SCH, .., Luo S, Genomic evidence unveils the genetic architecture and evolution of the S-locus controlling heterostyly in Rubiaceae.
2115 2025-06-20

(Rubiaceae) New Phytol. 2025 Jun 20. Epub ahead of print

Poa arachnifera Boerman NA, Robbins MD, .., Bushman BS, Measuring genetic diversity of Texas bluegrass and allele sharing with Kentucky bluegrass interspecific hybrids using genome-wide markers.
2114 2025-06-20

(Poaceae) G3 (Bethesda). 2025 Jun 20: jkaf133. Epub ahead of print

Nicotiana alata Liu Y, Wang J, .., Huang C, Identification of a gene conferring broad-spectrum orthotospovirus resistance in Solanaceae.
2113 2025-06-18

(Solanaceae) Sci Adv. 2025 Jun 20 11(25): eadw4333.Epub 2025 Jun 18.

Aquilegia eximia Johns J, Escalona M, .., Hodges S, A near chromosome-level assembly of the serpentine endemic columbine, Aquilegia eximia.
2112 2025-06-10

(Ranunculaceae) J Hered. 2025 Jun 10: esaf035. Epub ahead of print

Vitis piasezkii Zhao L, Hu Y, .., Wen YQ, Chromosome-Level Reference Genome of Vitis piasezkii var. pagnucii provides insights into a new locus of resistance to grapevine powdery mildew.
2111 2025-06-10

(Vitaceae) Hortic Res. 2025 Jun: uhaf146. eCollection 2025 June.

Populus x canadensis Zhong S, Zhang W, ., Su X, Genomic Analysis Reveals the Fast-Growing Trait and Improvement Potential for Stress Resistance in the Elite Poplar Variety Populus x euramericana Bofeng-3
2110 2025-06-09

(Salicaceae) Int ) Mol Sci. 2025 Jun 9 26(12): 5526.

Phytolacca icosandra Li X, JinT, .., Xu), Integrated genomic, transcriptomic, and metabolomic analyses provide novel insights into high cadmium accumulation in Phytolacca icosandra L.
2109 2025-06-06

(Phytolaccaceae) Plant Physiol Biochem. 2025 Jun 6 227: 110140. Epub ahead of print

Pinus radiata Sturrock S, Frickey T, .., Slavov G, Pinus radiata genome reveals a downward demographic trajectory and opportunities for genomics-assisted breeding.
2108 2025-06-05

(Pinaceae) G3 (Bethesda). 2025 Jun 5: jkaf125. Epub ahead of print

Selenicereus stenopterus Chen J, LiF, .., Qin Y, Gap-free genome and efficient transcript purification system reveals the genomes diversity and chlorophyll degradation mechanism in pitaya.
2107 2025-06-05

(Cactaceae) J Integr Plant Biol. 2025 Jun 5. Epub ahead of print




# | plant species published publication
Macrotyloma geocarpum Cheung TY, Kafoutchoni KM, .., Chapman MA, Exceptionally low genomic diversity in the underutilised legume Kersting's groundnut.
2106 2025-06-04
(Fabaceae) Nat Commun. 2025 Jun 4 16(1): 5183.

Bryson AE, Childs KL, .., Hamberger B, A high-quality genome assembly of the tetraploid Teucrium chamaedrys unveils a recent whole genome duplication and a large biosynthetic gene cluster
Teucrium chamaedrys
2105 2025-06-03 | for diterpenoid metabolism.
(Lamiaceae)
Plant Commun. 2025 Jun 3: 101393. Epub ahead of print

Liquidambar formosana Liu PL, Jing ZY, .., Lin J, Genomic insights into the evolution of Chinese sweetgum and its autumn leaf coloration.
2104 2025-05-30

(Altingiaceae) Plant Physiol. 2025 May 30 198(2): kiaf218.

Phyllostachys violascens Wang H, Ding H, .., Peng Y, Ct level genome and annotation of Phyllostachys violascens 'Prevernalis'.
2103 2025-05-30

(Poaceae) Sci Data. 2025 May 30 12(1): 912.

Pinus massoniana Chen H, Qin X, .., Yang Z, Ct level genome of Pinus \a provides insights into conifer adaptive evolution.
2102 X 2025-05-30

(Pinaceae) Gigascience. 2025 Jan 6 14: giaf056.

Flemingia macrophylla Ding Y, Zhao Y, .., Zhang P, High-quality assembly of the chromosomal genome for Flemingia macrophylla reveals genomic structural characteristics.
2101 2025-05-26

(Fabaceae) BMC Genomics. 2025 May 26 26(1): 535.

Franco Ortega S, James S, .., Harper AL, Assembly and annotation of Solanum dulcamara and Solanum nigrum plant genomes, two nightshades with contrasting susceptibilities to Ralstonia
Solanum nigrum
2100 2025-05-26 | solanacearum.
(Solanaceae)
G3 (Bethesda). 2025 May 26: jkaf119. Epub ahead of print

Mangifera persiciforma Wu J, Bao RX, .., Li BJ, Gap-free telomere-to-telomere assembly of the Mangifera persiciforma genome and its evolutionary insights on resistance.
2099 2025-05-24

(Anacardiaceae) Plant Biotechnol J. 2025 May 24. Epub ahead of print

Oxalis articulata Yang W, Jiang C, .., Wang Z, A haplotype-resolved chromosomal-level genome assembly of Oxalis articulata.
2098 X 2025-05-23

(Oxalidaceae) Sci Data. 2025 May 23 12(1): 856.

Taxodium distichum Yang Y, YuC, .., Yin Y, The baldcypress genome provides insights into the adaptive evolution of flooding stress tolerance.
2097 2025-05-23

(Cupressaceae) New Phytol. 2025 May 23. Epub ahead of print

Apera spica-venti Lemas J, Necajeva J, .., Patterson E, The Genome of Apera spica-venti: A Major Grass Weed
2096 2025-05-22

(Poaceae) Genome Biol Evol. 2025 May 30 17(6): evaf096

Scirpus x mariqueter Ning Y, Li Y, .., Wang YF, Ct level genome for clubrush (Scirpus x mariqueter) endemic to China.
2095 2025-05-22

(Cyperaceae) Sci Data. 2025 May 22 12(1): 839.

Pectocarya recurvata Northing PC, Pelosi JA, .., Dlugosch KM, Chromosome-scale reference genome of Pectocarya recurvata, the species with the smallest reported genome size in Boraginaceae.
2094 2025-05-21

(Boraginaceae) Appl Plant Sci. 2025 May 21: €70008.

Strobilanthes sarcorrhiza ShiY, Li P, .., Zeng W, De-novo assembly and comparative analysis of the complete mitogenome of traditional Chinese medicine Strobilanthes sarcorrhiza.
2093 2025-05-21

(Acanthaceae) BMC Plant Biol. 2025 May 21 25(1): 675.

Castanopsis sieboldii Tokumoto Y and Kijidani Y, Genome assembly of the evergreen broad-leaved tree Castanopsis sieboldii (Makino) Hatus. ex T. Yamaz. et Mashiba subsp. sieboldii (Fagaceae).
2092 2025-05-20

(Fagaceae) ) Forest Res. 2025, 1-8.

Elsholtzia splendens Moon SJ, Lee SH, .., Shim S, Haplotype-resolved chromosome-level genome sequence of Elsholtzia splendens (Nakai ex F.Maek.).
2091 2025-05-20

(Lamiaceae) Sci Data. 2025 May 20 12(1): 827.

Ficus benjamina Liao S, Zhang Z, .., Deng Y, A chromosome-level genome assembly of Ficus benjamina, a fig tree with great ecological and ornamental value.
2090 2025-05-20

(Moraceae) Sci Data. 2025 May 20 12(1): 824.

Glycyrrhiza glabra LiY, Xia C, .., Wang Y, Comparative genomics of three medicinal Glycyrrhiza species unveiled novel candidates for the production of important bioactive compounds.
2089 2025-05-19

(Fabaceae) Plant J. 2025 May 122(4): €70223.

Glycyrrhiza inflata LiY, Xia C, .., Wang Y, Comparative genomics of three medicinal Glycyrrhiza species unveiled novel candidates for the production of important bioactive compounds.
2088 2025-05-19

(Fabaceae) Plant ). 2025 May 122(4): €70223.

Gypsophila vaccaria Zhang C, Zhang J, .., LiJ, Ck level genome and annotation of Gypsophila vaccaria.
2087 2025-05-19

(Caryophyllaceae) Sci Data. 2025 May 19 12(1): 818.

Camellia petelotii Wang XF, Liu T), .., Yan HF, A tel to-tel genome assembly of Camellia nitidissima.
2086 2025-05-18

(Theaceae) Sci Data. 2025 May 18 12(1): 815.

Orobanche gracilis Burger M, Soco CF, .., Leyva A, Three Orobanche genomes reveal distinct molecular repertoires in species with different host ranges.
2085 2025-05-18

(Orobanchaceae) Plant Cell Physiol. 2025 May 18: pcaf047. Epub ahead of print

Orobanche hederae Burger M, Soco CF, .., Leyva A, Three Orobanche genomes reveal distinct molecular repertoires in species with different host ranges.
2084 2025-05-18

(Orobanchaceae) Plant Cell Physiol. 2025 May 18: pcaf047. Epub ahead of print

Orobanche minor Burger M, Soco CF, .., Leyva A, Three Orobanche genomes reveal distinct molecular repertoires in species with different host ranges.
2083 2025-05-18

(Orobanchaceae) Plant Cell Physiol. 2025 May 18: pcaf047. Epub ahead of print

Prunus mahaleb Fu C, Li M, .., Wang Z, Haplotype-resolved chror level genome y of Prunus mahaleb.
2082 2025-05-17

(Rosaceae) Sci Data. 2025 May 17 12(1): 805.

Ligustrum vulgare Goodwin ZA, Bell D, .., Hart ML, The genome sequence of wild privet, Ligustrum vulgare L.
2081 2025-05-16

(Oleaceae) Wellcome Open Res. 2025 May 16 10: 240.eCollection 2025.

Ormosia purpureiflora Wang ZF, Yu EP, .., Cao HL, Chromosome-scale assemblies of three Ormosia species: repetitive sequences distribution and structural rearrangement.
2080 2025-05-16

(Fabaceae) Gigascience. 2025 Jan 6 14: giaf047

Annona squamosa Bisht MS, Mahajan S, .., Sharma VK, A high-quality genome assembly of Annona squamosa (custard apple) provides functional insights into an emerging fruit crop.
2079 2025-05-15

(Annonaceae) DNA Res. 2025 May 28 32(3): dsaf007.

Martinez-Hernandez JE, Salvo-Garrido H, .., Larama G, Genomic structure of yellow lupin (Lupinus luteus): genome organization, evolution, gene family expansion, metabolites and protein
Lupinus luteus

2078 2025-05-14 | synthesis.

(Fabaceae)

BMC Genomics. 2025 May 14 26(1): 477.

Salix variegata Zhang H, Zuo Y, .., Deng H, The chromosome-scale genome provides clues to understanding the sex variation of a willow plant Salix variegata Franch.
2077 2025-05-13

(Salicaceae) Ind Crops Prod. 2025 Sep, 231: 121130.

Cistanthe cachinalensis Chomentowska A, Raimondeau P, .., Edwards EJ, A high-quality genome of the Atacama Desert plant Cistanthe cachinalensis and its photosynthetic behavior related to drought and life history.
2076 2025-05-10

(Montiaceae) New Phytol. 2025 May 10. Epub ahead of print

Lupinus cosentinii Susek K, Vincenzi L, .., Jackson SA, The unexplored diversity of rough-seeded lupins provides rich genomic resources and insights into lupin evolution.
2075 2025-05-10

(Fabaceae) Nat Commun. 2025 May 10 16(1): 4358.

Lupinus digitatus Susek K, Vincenzi L, .., Jackson SA, The unexplored diversity of rough-seeded lupins provides rich genomic resources and insights into lupin evolution.
2074 2025-05-10

(Fabaceae) Nat Commun. 2025 May 10 16(1): 4358.

Bostrychia moritziana Petroll R, West JA, .., Borg M, The expanded Bostrychia moritziana genome unveils evolution in the most diverse and complex order of red algae.
2073 2025-05-08

(Rhodomelaceae) Curr Biol. 2025 May 7: S0960-9822(25)00508-1. Epub ahead of print

Opuntia basilaris Fawcett S, Escalona M, .., Majure LC, A Chromosome-level Genome Assembly of the Beavertail Cactus, Opuntia basilaris.
2072 2025-05-08

(Cactaceae) J Hered. 2025 May 8: esaf027. Epub ahead of print
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Aulacomnium turgidum
(Aulacomniaceae)
Polytrichastrum alpinum
(Polytrichaceae)
Oryza grandiglumis
(Poaceae)

Oryza latifolia
(Poaceae)

Oryza longiglumis
(Poaceae)

Oryza meyeriana
(Poaceae)

Oryza minuta
(Poaceae)

Oryza ridleyi
(Poaceae)

Oryza schlechteri
(Poaceae)
Bauhinia purpurea
(Fabaceae)
Bauhinia x blakeana
(Fabaceae)

Morus mongolica
(Moraceae)

Alisma plantago-aquatica
(Alismataceae)
Azolla caroliniana
(Salviniaceae)
Callicarpa nudiflora
(Lamiaceae)
Dendrobium devonianum
(Orchidaceae)
Malus angustifolia
(Rosaceae)

Malus daochengensis
(Rosaceae)

Malus doumeri
(Rosaceae)

Malus florentina
(Rosaceae)

Malus halliana
(Rosaceae)

Malus honanensis
(Rosaceae)

Malus hupehensis
(Rosaceae)

Malus komarovii
(Rosaceae)

Malus ombrophila
(Rosaceae)

Malus rockii
(Rosaceae)

Malus sargentii
(Rosaceae)

Malus sikkimensis
(Rosaceae)

Malus spectabilis
(Rosaceae)

Malus toringo
(Rosaceae)

Malus toringoides
(Rosaceae)

Malus transitoria
(Rosaceae)

Malus x floribunda
(Rosaceae)

Malus x micromalus
(Rosaceae)

Malus x platycarpa
(Rosaceae)

Malus x zumi
(Rosaceae)

Malus yunnanensis

(Rosaceae)
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publication

Zeng Y, CaiY, .., LiuY, Chromosome-level genomes of Arctic and Antarctic mosses: Aulacomnium turgidum and Polytrichastrum alpinum.
Sci Data. 2025 Apr 29 12(1): 705.

Zeng Y, Cai Y, .., Liu Y, Chromosome-level genomes of Arctic and Antarctic mosses: Aulacomnium turgidum and Polytrichastrum alpinum.
Sci Data. 2025 Apr 29 12(1): 705.

Fornasiero A, Feng T, .., Wing RA, Oryza genome evolution through a tetraploid lens.

Nat Genet. 2025 May, 57(5): 1287-1297. Epub 2025 Apr 28.

Fornasiero A, Feng T, .., Wing RA, Oryza genome evolution through a tetraploid lens.

Nat Genet. 2025 May, 57(5): 1287-1297. Epub 2025 Apr 28.

Fornasiero A, Feng T, .., Wing RA, Oryza genome evolution through a tetraploid lens.

Nat Genet. 2025 May, 57(5): 1287-1297. Epub 2025 Apr 28.

Fornasiero A, Feng T, .., Wing RA, Oryza genome evolution through a tetraploid lens.

Nat Genet. 2025 May, 57(5): 1287-1297. Epub 2025 Apr 28.

Fornasiero A, Feng T, .., Wing RA, Oryza genome evolution through a tetraploid lens.

Nat Genet. 2025 May, 57(5): 1287-1297. Epub 2025 Apr 28.

Fornasiero A, Feng T, .., Wing RA, Oryza genome evolution through a tetraploid lens.

Nat Genet. 2025 May, 57(5): 1287-1297. Epub 2025 Apr 28.

Fornasiero A, Feng T, .., Wing RA, Oryza genome evolution through a tetraploid lens.

Nat Genet. 2025 May, 57(5): 1287-1297. Epub 2025 Apr 28.

Mu W, Darian JC, .., Tsui SK, The haplotype-resolved T2T genome for Bauhinia x blakeana sheds light on the genetic basis of flower heterosis.
Gigascience. 2025 Jan 6 14: giaf044.

Mu W, Darian JC, .., Tsui SK, The haplotype-resolved T2T genome for Bauhinia x blakeana sheds light on the genetic basis of flower heterosis.
Gigascience. 2025 Jan 6 14: giaf044.

Yang ), Peng Y, .., Kong W, The tel to-tel

genome of the wild mulberry, Morus mongolica.

Sci Data. 2025 Apr 25 12(1): 694.

Christenhusz MJM, Mian S and Leitch I}, The genome sequence of the common water plantain, Alisma plantago-aquatica L. (Alismataceae).
Wellcome Open Res. 2025 Apr 23 10: 209. eCollection 2025.

Song M), Rizzieri YC, .., Rothfels CJ, The genome assembly of the duckweed fern, Azolla caroliniana.

) Hered. 2025 Apr 19: esaf022. Epub ahead of print

Huang S, Zhang Y, .., Ma Z, Chr -level genome y of an important ethnic medicinal plant Callicarpa nudiflora.
Sci Data. 2025 Apr 18 12(1): 655.

Wang J, Zhou Y, .., Duan B, Resolving floral development dynamics using genome and single-cell temporal transcriptome of Dendrobium devonianum.
Plant Biotechnol J. 2025 Apr 16. Epub ahead of print

Li W, Chu C, .., Han Z, Pan-genome analysis reveals the evolution and diversity of Malus.
Nat Genet. 2025 May, 57(5): 1274-1286. Epub 2025 Apr 16.

Li W, Chu C, .., Han Z, Pan-genome analysis reveals the evolution and diversity of Malus.
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2000
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plant species
Nymphaea mexicana
(Nymphaeaceae)
Victoria cruziana
(Nymphaeaceae)
Avena barbata
(Poaceae)

Anthurium amnicola
(Araceae)

Erigeron bonariensis
(Asteraceae)

Erigeron sumatrensis
(Asteraceae)

Rosa persica
(Rosaceae)

Lindera aggregata
(Lauraceae)

Ageratina adenophora
(Asteraceae)
Marchantia quadrata
(Marchantiaceae)
Campeiostachys nutans
(Poaceae)

Lemna gibba

(Araceae)

Lemna turionifera
(Araceae)

Lemna x japonica
(Araceae)

Selenicereus monacanthus
(Cactaceae)

Camellia meiocarpa
(Theaceae)

Hygroryza aristata
(Poaceae)

Trigonella balansae
(Fabaceae)

Hibiscus yunnanensis
(Malvaceae)
Tetraselmis helgolandica
(Chlorodendraceae)
Prunus serrula
(Rosaceae)

Dipteris shenzhenensis
(Dipteridaceae)
Dracocephalum rupestre
(Lamiaceae)

Bryopsis corticulans
(Bryopsidaceae)
Prunus tomentosa
(Rosaceae)

Tinospora crispa
(Menispermaceae)
Tinospora sinensis
(Menispermaceae)
Zenia insignis
(Fabaceae)

Asclepias curassavica
(Apocynaceae)
Streptanthus diversifolius
(Brassicaceae)
Cymbidium tracyanum
(Orchidaceae)

Anethum graveolens
(Apiaceae)

Hordeum brevisubulatum
(Poaceae)

Aegilops mutica
(Poaceae)

Begonia fimbristipula
(Begoniaceae)
Rhododendron concinnum
(Ericaceae)
Rhododendron decorum

(Ericaceae)

published

2025-04-16

2025-04-16

2025-04-14

2025-04-10

2025-04-04

2025-04-04
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2025-04-03

2025-04-02

2025-04-02

2025-04-01

2025-04-01

2025-04-01

2025-04-01

2025-04-01

2025-03-31
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2025-03-21

2025-03-21
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2025-03-20
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2025-03-20
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2025-03-18
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2025-03-17

2025-03-16
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2025-03-13
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Sci Data. 2025 Apr 1 12(1): 549.

Wang R, Li W, .., Chen Y, Haplotype-resolved genome assembly of the tetraploid Youcha tree Camellia meiocarpa Hu.

Sci Data. 2025 Mar 31 12(1): 541.

Yang LY, Huang LK, .., Huang BG, Haplotype-resolved and gap-free genome of a floating aquatic plant from the Oryzeae tribe, Hygroryza aristata.

BMC Genom Data. 2025 Mar 28 26(1): 23.

Gaikwad AB, Yadav S, .., Singh GP, Ct ale genome of Trigonella corniculata (L.)L. (Nagauri pan /Kasuri methi), an important spice.
Sci Data. 2025 Mar 26 12(1): 509.
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Sci Data. 2025 Mar 25 12(1): 503.
Zhou Z, E}, .., Fan J, Chromosome-level genome provides novel insights into the starch metabolism regulation and evolutionary history of Tetraselmis helgolandica.
J Adv Res. 2025 Mar 25: $2090-1232(25)00182-1. Epub ahead of print

Zuo H, Liu S, .., Zeng X, Chromosome-level assembly of Prunus serrula Franch genome.

Sci Data. 2025 Mar 24 12(1): 494.

Shu J, Zhang VY, .., Yan Y, The ct ! | genome of Broad-Leaf Fern (Dipteris shenzhenensis).

Sci Data. 2025 Mar 21 12(1): 475.
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Sci Data. 2025 Mar 21 12(1): 472.

Xu P, Liu X, .., Jiao Y, The genomic insights of intertidal adaptation in Bryopsis corticulans.

New Phytol. 2025 May 246(4): 1691-1709. Epub 2025 Mar 20.
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Imeta. 2025 Mar 20 4(2): e70016. eCollection 2025 Apr.
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Plant Direct. 2025 Mar 18 9(3): e70031. eCollection 2025 Mar.
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G3 (Bethesda). 2025 Mar 18: jkaf022. Epub ahead of print
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1974
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1970

1969

1968

1967

1966

1965
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plant species
Rhododendron liliiflorum
(Ericaceae)
Rhododendron platypodum
(Ericaceae)

Solanum abutiloides
(Solanaceae)

Solanum anguivi
(Solanaceae)

Solanum candidum
(Solanaceae)

Solanum citrullifolium
(Solanaceae)

Solanum giganteum
(Solanaceae)

Solanum havanense
(Solanaceae)

Solanum linearifolium
(Solanaceae)

Solanum pseudolulo
(Solanaceae)

Solanum quitoense
(Solanaceae)

Solanum robustum
(Solanaceae)

Solanum violaceum
(Solanaceae)

Actinidia callosa
(Actinidiaceae)
Stewartia sinensis
(Theaceae)

Hippophae neurocarpa
(Elaeagnaceae)

Acacia melanoxylon
(Fabaceae)
Chenopodium acuminatum
(Amaranthaceae)
Chenopodium ficifolium
(Amaranthaceae)
Chenopodium opulifolium
(Amaranthaceae)
Chenopodium pamiricum
(Amaranthaceae)
Chenopodium sosnowskyi
(Amaranthaceae)
Chenopodium vulvaria
(Amaranthaceae)
Funaria hygrometrica
(Funariaceae)
Matricaria chamomilla
(Asteraceae)
Pontederia elata
(Pontederiaceae)
Sporobolus maritimus

(Poaceae)

Amaranthus retroflexus

(Amaranthaceae)

Reynoutria japonica
(Polygonaceae)
Ligustrum lucidum
(Oleaceae)

Riccia cavernosa
(Ricciaceae)

Riccia fluitans
(Ricciaceae)
Ricciocarpos natans
(Ricciaceae)
Polyscias bisattenuata
(Araliaceae)

Polyscias lallanii
(Araliaceae)

Polyscias macgillivrayi

(Araliaceae)
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plant species
Rubus (subg. Rubus) sp.

(Rosaceae)

Scrophularia ningpoensis

(Scrophulariaceae)

Rosa xanthina
(Rosaceae)

Flaveria linearis
(Asteraceae)
Flaveria ramosissima
(Asteraceae)
Flaveria robusta
(Asteraceae)
Flaveria sonorensis
(Asteraceae)
Flaveria trinervia
(Asteraceae)

Salvia plebeia
(Lamiaceae)
Kappaphycus striatus
(Solieriaceae)
Dioscorea nipponica
(Dioscoreaceae)
Quercus alba
(Fagaceae)
Bracteacoccus bullatus
(Bracteacoccaceae)
Bracteacoccus minor

(Bracteacoccaceae)

Peganum multisectum

(Nitrariaceae)

Amorphophallus albus
(Araceae)

Caragana korshinskii
(Fabaceae)

Silene dioica
(Caryophyllaceae)
Silene vulgaris
(Caryophyllaceae)
Prunus speciosa

(Rosaceae)

Micractinium tetrahymenae

(Chlorellaceae)

Capsella orientalis
(Brassicaceae)
Spergularia bocconei
(Caryophyllaceae)
Pontederia cordata
(Pontederiaceae)
Capsicum chacoense
(Solanaceae)
Capsicum eximium
(Solanaceae)

Salsola tragus
(Amaranthaceae)
Stylosanthes angustifolia
(Fabaceae)

Urochloa eminii
(Poaceae)
Bertholletia excelsa
(Lecythidaceae)

Rosa laevigata
(Rosaceae)

Bergenia purpurascens
(Saxifragaceae)
Cinchona calisaya
(Rubiaceae)

Cyperus iria
(Cyperaceae)
Tylosema esculentum

(Fabaceae)

published

2025-02-18

2025-02-17

2025-02-15

2025-02-14

2025-02-14

2025-02-14

2025-02-14

2025-02-14

2025-02-13

2025-02-12

2025-02-11

2025-02-11

2025-02-10

2025-02-10

2025-02-10

2025-02-07

2025-02-06

2025-02-06

2025-02-06

2025-02-04

2025-02-03

2025-01-31

2025-01-30

2025-01-29

2025-01-28

2025-01-28

2025-01-25

2025-01-24

2025-01-24

2025-01-22

2025-01-22

2025-01-21

2025-01-21

2025-01-21

2025-01-21

publication

Paudel D, Parrish SB, .., Deng Z, A chron ale and hapl (sl lved genome assembly of tetraploid blackberry (Rubus L. subgenus Rubus Watson).
Hortic Res. 2025 Feb 18 12(6): uhaf052. eCollection 2025 jun.

Xu Q, Liu G, .., Zhou C, A chromosome-scale genome assembly and Epigenomic profiling reveal temperature-dependent histone methylation in iridoid biosynthesis regulation in Scrophularia
ningpoensis.

Hortic Res. 2025 Mar 4 12(3): uhae328. eCollection 2025 Mar.

Liang Z, Miao J, .., Gao X, A chromosomal-scale reference genome for Rosa hugonis.

Sci Data. 2025 Feb 15 12(1): 272.

Lyu MA, Du H, .., Zhu XG, A dominant role of transcriptional regulation during the evolution of C4 photosynthesis in Flaveria species.

Nat Commun. 2025 Feb 14 16(1): 1643.

Lyu MA, Du H, .., Zhu XG, A dominant role of transcriptional regulation during the evolution of C4 photosynthesis in Flaveria species.

Nat Commun. 2025 Feb 14 16(1): 1643.

Lyu MA, Du H, .., Zhu XG, A dominant role of transcriptional regulation during the evolution of C4 photosynthesis in Flaveria species.

Nat Commun. 2025 Feb 14 16(1): 1643.

Lyu MA, Du H, .., Zhu XG, A dominant role of transcriptional regulation during the evolution of C4 photosynthesis in Flaveria species.

Nat Commun. 2025 Feb 14 16(1): 1643.

Lyu MA, Du H, .., Zhu XG, A dominant role of transcriptional regulation during the evolution of C4 photosynthesis in Flaveria species.

Nat Commun. 2025 Feb 14 16(1): 1643.

Dai Y, He M, .., Qin M, The chromosome-scale assembly of the Salvia plebeia genome provides insight into the biosynthesis and regulation of rosmarinic acid.
Plant Biotechnol J. 2025 Feb 13. Epub ahead of print
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Riccia sorocarpa
(Ricciaceae)
Lagerstroemia excelsa
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(Rutaceae)

Prunus campanulata
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Euphorbia peplus
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(Sphagnaceae)
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Amaranthus tricolor
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(Rubiaceae)
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(Cyperaceae)
Hibiscus hamabo
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Toona sinensis
(Meliaceae)

Raddia distichophylla
(Poaceae)

Akebia trifoliata
(Lardizabalaceae)
Prunus domestica
(Rosaceae)

Wolffia australiana
(Araceae)

Passiflora edulis
(Passifloraceae)
Hypericum perforatum
(Hypericaceae)
Vanilla planifolia
(Orchidaceae)
Prunus salicina
(Rosaceae)

Vitis amurensis
(Vitaceae)
Dendrobium huoshanense
(Orchidaceae)
Syntrichia caninervis
(Pottiaceae)
Tetracentron sinense
(Trochodendraceae)
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(Brassicaceae)

Salix matsudana
(Salicaceae)
Tapiscia sinensis
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(Fabaceae)
Fontinalis antipyretica
(Fontinalaceae)
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(Polygonaceae)
Rhododendron simsii
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(Brassicaceae)
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(Poaceae)
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(Moraceae)

Ficus microcarpa

(Moraceae)
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Prunus humilis
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Prunus dulcis
(Rosaceae)

Sedum album
(Crassulaceae)
Trichopus zeylanicus
(Dioscoreaceae)
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(Poaceae)

Guadua angustifolia
(Poaceae)

Olyra latifolia
(Poaceae)

Raddia guianensis
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(Rosaceae)
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(Euphorbiaceae)
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(Juglandaceae)
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Trifolium pallescens
(Fabaceae)
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Caulerpa lentillifera
(Caulerpaceae)
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Chrysanthemum seticuspe
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Picocystis sp.
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(Cucurbitaceae)
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Saccharum spontaneum
(Poaceae)

Prototheca zopfii
(Chlorellaceae)
Lavandula angustifolia
(Lamiaceae)

Ulva mutabilis
(Ulvaceae)

Prunus x yedoensis

(Rosaceae)

Picochlorum costavermella

(C.incertae sedis)
Papaver somniferum

(Papaveraceae)

Vernicia fordii

(Euphorbiaceae)

Calamus simplicifolius

(Arecaceae)

Daemonorops jenkinsiana

(Arecaceae)
Populus alba
(Salicaceae)
Alnus glutinosa
(Betulaceae)
Begonia fuchsioides
(Begoniaceae)
Casuarina glauca
(Casuarinaceae)
Cercis canadensis
(Fabaceae)
Chamaecrista fasciculata
(Fabaceae)
Datisca glomerata
(Datiscaceae)
Dryas drummondii
(Rosaceae)
Mimosa pudica
(Fabaceae)
Nissolia schottii
(Fabaceae)
Ochetophila trinervis
(Rhamnaceae)
Chara braunii
(Characeae)
Cuscuta australis
(Convolvulaceae)
Myrica rubra
(Myricaceae)
Saccharum x sp.
(Poaceae)

Azolla filiculoides
(Salviniaceae)
Salvinia cucullata
(Salviniaceae)
Oryza granulata
(Poaceae)
Cuscuta campestris
(Convolvulaceae)
Salvia splendens
(Lamiaceae)
Ammopiptanthus nanus
(Fabaceae)
Quercus robur
(Fagaceae)

Citrus reticulata
(Rutaceae)
Arachis monticola
(Fabaceae)

Fagus sylvatica
(Fagaceae)
Tectona grandis

(Lamiaceae)
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plant species
Juglans cathayensis
(Juglandaceae)
Juglans hindsii
(Juglandaceae)
Juglans microcarpa
(Juglandaceae)
Juglans nigra
(Juglandaceae)
Juglans sigillata
(Juglandaceae)
Pterocarya stenoptera

(Juglandaceae)

Raphidocelis subcapitata

(Selenastraceae)

Quercus suber
(Fagaceae)
Selaginella tamariscina
(Selaginellaceae)
Bombax ceiba
(Malvaceae)
Parasponia andersonii
(Cannabaceae)
Trema orientalis
(Cannabaceae)

Rosa chinensis

(Rosaceae)

Phalaenopsis aphrodite

(Orchidaceae)

Gastrodia elata
(Orchidaceae)
Gracilariopsis chorda
(Gracilariaceae)
Artemisia annua
(Asteraceae)
Glycine latifolia
(Fabaceae)
Chlorella vulgaris
(Chlorellaceae)
Boechera retrofracta
(Brassicaceae)
Eudorina sp.
(Volvocaceae)
‘Yamagishiella unicocca
(Volvocaceae)
Coffea arabica
(Rubiaceae)
Potentilla micrantha
(Rosaceae)
Santalum album

(Santalaceae)

Solanum chacoense

(Solanaceae)

Eutrema heterophyllum
(Brassicaceae)
Eutrema yunnanense
(Brassicaceae)

Gnetum montanum
(Gnetaceae)
Picochlorum soloecismus
(C.incertae sedis)
Leersia perrieri
(Poaceae)

Oryza punctata
(Poaceae)

Oryza rufipogon
(Poaceae)

Selaginella lepidophylla
(Selaginellaceae)
Eschscholzia californica

(Papaveraceae)

published

2018-05-23

2018-05-23

2018-05-23

2018-05-23

2018-05-23

2018-05-23

2018-05-23

2018-05-22

2018-05-16

2018-05-10

2018-05-01

2018-05-01

2018-04-30

2018-04-28

2018-04-24

2018-04-23

2018-04-20

2018-04-19

2018-04-05

2018-03-28

2018-03-08

2018-03-08

2018-03-06

2018-02-15

2018-02-12

2018-02-05

2018-01-30

2018-01-30

2018-01-29

2018-01-25

2018-01-22

2018-01-22

2018-01-22

2018-01-02

2017-12-29

publication

Stevens KA, Woeste K, .., Langley CH, Genomic Variation Among and Within Six Juglans Species.

G3 (Bethesda). 2018 Jul 2 8(7): 2153-2165.

Stevens KA, Woeste K, .., Langley CH, Genomic Variation Among and Within Six Juglans Species.

G3 (Bethesda). 2018 Jul 2 8(7): 2153-2165.

Stevens KA, Woeste K, .., Langley CH, Genomic Variation Among and Within Six Juglans Species.

G3 (Bethesda). 2018 Jul 2 8(7): 2153-2165.

Stevens KA, Woeste K, .., Langley CH, Genomic Variation Among and Within Six Juglans Species.

G3 (Bethesda). 2018 Jul 2 8(7): 2153-2165.

Stevens KA, Woeste K, .., Langley CH, Genomic Variation Among and Within Six Juglans Species.

G3 (Bethesda). 2018 Jul 2 8(7): 2153-2165.

Stevens KA, Woeste K, .., Langley CH, Genomic Variation Among and Within Six Juglans Species.

G3 (Bethesda). 2018 Jul 2 8(7): 2153-2165.

Suzuki S, Yamaguchi H, .., Kawachi M, Raphidocelis subcapitata (=Pseudokirchneriella subcapitata) provides an insight into genome evolution and environmental adaptations in the
Sphaeropleales.

Sci Rep. 2018 May 23 8(1): 8058.

Ramos AM, Usie A, .., Goncalves S, The draft genome sequence of cork oak.

Sci Data. 2018 May 22 5: 180069.

XuZ, XinT, .., Chen S, Genome analysis of the ancient tracheophyte Selaginella tamariscina reveals evolutionary features relevant to the acquisition of desiccation tolerance.
Mol Plant. 2018 jul 2 11(7): 983-994. Epub 2018 May 17.

Gao Y, Wang H, .., Tang L, De novo genome assembly of the red silk cotton tree (Bombax ceiba)

Gigascience. 2018 May 1 7(5): giy051.

van Velzen R, Holmer R, .., Geurts R, Comparative genomics of the nonlegume Parasponia reveals insights into evolution of nitrogen-fixing rhizobium symbioses.
Proc Natl Acad Sci U S A. 2018 May 15 115(20): E4700-E4709. Epub 2018 May 1.

van Velzen R, Holmer R, .., Geurts R, Comparative genomics of the nonlegume Parasponia reveals insights into evolution of nitrogen-fixing rhizobium symbioses.
Proc Natl Acad Sci U S A. 2018 May 15 115(20): E4700-E4709. Epub 2018 May 1.

Raymond O, Gouzy }, .., Bendahmane M, The Rosa genome provides new insights into the domestication of modern roses.

Nat Genet. 2018 Jun 50(6): 772-777. Epub 2018 Apr 30.

Chao YT, Chen WC, .., Shih MC, Chromosome-level assembly, genetic and physical mapping of Phalaenopsis aphrodite genome provides new insights into species adaptation and resources for

orchid breeding.
Plant Biotechnol J. 2018 Dec 16(12): 2027-2041. Epub 2018 May 23

Yuan', Jin X, .., Huang L, The Gastrodia elata genome provides insights into plant adaptation to heterotrophy.

Nat Commun. 2018 Apr 24 9(1): 1615.

Lee ), Yang EC, .., Yoon HS, Analysis of the draft genome of the red seaweed Gracilariopsis chorda provides insights into genome size evolution in Rhodophyta.

Mol Biol Evol. 2018 Aug 1 35(8): 1869-1886.

Shen Q, Zhang L, .., Tang K, The Genome of Artemisia annua Provides Insight into the Evolution of Asteraceae Family and Artemisinin Biosynthesis.

Mol Plant. 2018 jun 4 11(6): 776-788. Epub 2018 Apr 24.

Liu Q, Chang S, .., Domier LL, Assembly and annotation of a draft genome sequence for Glycine latifolia, a perennial wild relative of soybean

Plant ). 2018 Jul 95(1): 71-85. Epub 2018 May 23.

Guarnieri MT, Levering J, .., Knoshaug EP, Genome Sequence of the Oleaginous Green Alga, Chlorella vulgaris UTEX 395.

Front Bioeng Biotechnol. 2018 Apr 5 6: 37. eCollection 2018.

Kliver S, Rayko M, .., Brukhin V, Assembly of the Boechera retrofracta Genome and Evolutionary Analysis of Apomixis-Associated Genes.

Genes (Basel). 2018 Mar 28 9(4): 185.

Hamaji T, Kawai-Toyooka H, .., Nozaki H, Anisogamy evolved with a reduced sex-determining region in volvocine green algae.

Commun Biol. 2018 Mar 8 1: 17. eCollection 2018.

Hamaji T, Kawai-Toyooka H, .., Nozaki H, Anisogamy evolved with a reduced sex-determining region in volvocine green algae.

Commun Biol. 2018 Mar 8 1: 17. eCollection 2018.

Tran HTM, Ramaraj T, .., Henry R], Use of a draft genome of coffee (Coffea arabica) to identify SNPs associated with caffeine content.

Plant Biotechnol J. 2018 Oct 16(10): 1756-1766. Epub 2018 Apr 13.

Buti M, Moretto M, .., Sargent DJ, The genome sequence and transcriptome of Potentilla micrantha and their comparison to Fragaria vesca (the woodland strawberry).
Gigascience. 2018 Apr 1 7(4): 1-14.

Mahesh HB, Subba P, .., Gowda M, Multi-omics driven assembly and annotation of the sandalwood (Santalum album) genome.

Plant Physiol. 2018 Apr 176(4): 2772-2788. Epub 2018 Feb 12.

Leisner CP, Hamilton JP, .., Buell CR, Genome sequence of M6, a diploid inbred clone of the high glycoalkaloid-producing tuber-bearing potato species Solanum chacoense, reveals residual
heterozygosity.

Plant ). 2018 May 94(3): 562-570. Epub 2018 Mar 22.

Guo X, Hu Q, .., LiuJ, The genomes of two Eutrema species provide insight into plant adaptation to high altitudes.

DNA Res. 2018 Jan 30 25(3): 307-15. Epub ahead of print

Guo X, Hu Q, .., Liu J, The genomes of two Eutrema species provide insight into plant adaptation to high altitudes.

DNA Res. 2018 Jan 30 25(3): 307-15. Epub ahead of print

Wan T, Liu ZM, .., Wang XM, A genome for gnetophytes and early evolution of seed plants

Nat Plants. 2018 Feb 4(2): 82-89. Epub 2018 Jan 29.

Gonzalez-Esquer CR, Twary SN, .., Starkenburg SR, Nuclear, Chloroplast, and Mitochondrial Genome Sequences of the Prospective Microalgal Biofuel Strain Picochlorum soloecismus.
Genome Announc. 2018 Jan 25 6(4): e01498-17.

Stein JC, Yu Y, .., Wing RA, Genomes of 13 domesticated and wild rice relatives highlight genetic conservation, turnover and innovation across the genus Oryza

Nat Genet. 2018 Feb 50(2): 285-296. Epub 2018 Jan 22.

Stein JC, Yu Y, .., Wing RA, Genomes of 13 domesticated and wild rice relatives highlight genetic conservation, turnover and innovation across the genus Oryza

Nat Genet. 2018 Feb 50(2): 285-296. Epub 2018 Jan 22.

Stein JC, Yu Y, .., Wing RA, Genomes of 13 domesticated and wild rice relatives highlight genetic conservation, turnover and innovation across the genus Oryza

Nat Genet. 2018 Feb 50(2): 285-296. Epub 2018 Jan 22.

VanBuren R, Wai CM, .., Michael TP, Extreme haplotype variation in the desiccation-tolerant clubmoss Selaginella lepidophylla.

Nat Commun. 2018 Jan 2 9(1): 13.

Hori K, Yamada Y, .., Sato F, Mining of the uncharacterized cytochrome P450 genes involved in alkaloid biosynthesis in California poppy using a draft genome sequence

Plant Cell Physiol. 2018 Feb 1 59(2): 222-233.




*

275

270

266

261

257

252

248

243

plant species

Tetrabaena socialis

(Tetrabaenaceae)

Oryza coarctata

(Poaceae)

Handroanthus impetiginosus

(Bignoniaceae)

Calotropis gigantea
(Apocynaceae)
Eucommia ulmoides
(Eucommiaceae)
Citrus unshiu
(Rutaceae)

Kalanchoe fedtschenkoi
(Crassulaceae)
Chlorella sorokiniana
(Chlorellaceae)
Micractinium conductrix
(Chlorellaceae)
Boehmeria nivea
(Urticaceae)

Cucurbita pepo
(Cucurbitaceae)
Asparagus officinalis
(Asparagaceae)
Capsicum baccatum
(Solanaceae)
Capsicum chinense
(Solanaceae)
Dunaliella salina
(Dunaliellaceae)
Carnegiea gigantea
(Cactaceae)
Echinochloa crus-galli
(Poaceae)

Rosa multiflora
(Rosaceae)

Durio zibethinus
(Malvaceae)

Cocos nucifera
(Arecaceae)
Marchantia polymorpha
(Marchantiaceae)
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(Cucurbitaceae)
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Pseudotsuga menziesii
(Pinaceae)
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(Polygonaceae)
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Taraxacum kok-saghyz
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Ipomoea batatas
(Convolvulaceae)
Erythranthe luteus

(Phrymaceae)
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(Salicaceae)
Camptotheca acuminata
(Nyssaceae)
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(Bangiaceae)
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(Lythraceae)
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(Watanabeaceae)
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Rhizophora apiculata
(Rhizophoraceae)
Macleaya cordata
(Papaveraceae)
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(Rosaceae)

Spinacia oleracea
(Amaranthaceae)
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(Solanaceae)
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(Solanaceae)
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(Betulaceae)
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(Malvaceae)
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Ruellia speciosa

(Acanthaceae)
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